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Zero pBoLn-Blunt Easy P EEAT &
Zero pBoLn-Blunt Easy Quick Ligation Kit
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Ewiilrotiihnd 20 R(171301) 40 ¥K(171302)
pBoLn-Blunt Easy Vector(40ng/ul) 20 pl 40 pl

1K bp Control (40ng/ul> 5ul 5ul

2 x Quick Ligation Buffer 100 pl 200 pl

T4 DNA ligase, 5U/ul 20 pl 40 pl

pBoLn-Blunt Easy
Forward Sequencing Primer (10piM)
pBoLn-Blunt Easy
Reverse Sequencing Primer (10piM)

100 pl 200 pl

100 ul 200 pl
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1) fEABRER) 10 pl EH KN ARRF, I 1 pl 40ng pBoLn-Blunt Easy # & X pl
PCR =W ({E M HIRBL T, BAT LX) PCR P47 K &, — M PCR 74 5
AR R EEAA B2 1:1~10:1 s nT LATS 2 RAF S5 AL, 77 3:1, JLFH3%). 5ul 2 x
Quick ligation Buffer 1 0.9ul 1) T4 DNA Ligase, 4 F K E KA E
S A% AT AR R AT«

5ul 2 x Quick Ligation Buffer

1l pBoLn-Blunt Easy {4

Xul 4ifkJ5 1) PCR P=#)/8% 3 1ul 1000bp control
Yul KB K

0.9ul (5 Weiss Units/ul) T4 DNA Ligase

Final Volume  10ul
—f&BJ5MA T4 DNA Ligase.
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Forward sequencing primer, 23-mer | 5’-CGACTCACTATAGGGAGAGCGTC- 3’

Reverse sequencing primer, 24-mer | 5’-AAGAACATCGCTTTTCGATGGCAG- 3’
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1 X 0.5Kb3fi A Bt <+ 2.974kb % 44] X 3/1=20.2ng..
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=  pBoLn-Blunt Easy BA&TE &AL 551

forward sequencing primer, 23-mer

T7 transcription start

T7 promoter —
GGC GIA ATA CGA CIC ACT ATA GGG AGA GCG TCC GCC GGA TCT CCC GGATG

CCG CAT TAT GCT GAG TGA TAT ccc TcT CGC AGG CGG CCT AGA GGG CCT AC
Ala Tyr Tyr Ser Glu Ser Tyr Pro Ser Arg Gly Gly Ser Arg Gly Ser Pro

57
37

TTC GAG TTT TTC AGC AAG AT LS A TCT CTC TAG CAG GTC TCC
AAG CTC AAA AAG TCG TTC TA [gdF (I8 T AGA GAG ATC GTC CAG AGG

Glu Lleu Lys Glu Ala Leu Arg Glu Leu Leu Asp Gly

Oo®

TAC AAT ATT CTC AGC TGC CAT CGA AAA GCG ATG T1C TTC T 3’
ATG TTA TAA GAG TCG ACG GTA GCT TTT CGC TAC aag aac a 57

Val lle Asn Glu Ala Ala Met Ser Phe Arg His Glu Glu
) reverse sequencing primer, 24=mer




